Results

81
HNI9 is required to upregulate the expression of a set of genes involved in redox processes
82 in response to high N provision. 83 In order to reexamine the role of HNI9 in the response to high N provision, we compared (Table S1 ). In order to determine which 89 biological functions are affected by the HNI9 mutation under high N provision, we performed 90 a gene ontology analysis using this list of 108 genes. Among the biological functions 91 overrepresented, we found that several categories related to redox processes, including 92 oxidoreductase activity, peroxidase activity, or antioxidant activity, were the most significantly 93 many other genes present in other GO categories might also encode for enzymes or proteins 95 associated with ROS detoxification or with antioxidant biosynthesis pathways (Table S1 ).
96
Therefore, we hypothesized that high N provision could challenge ROS homeostasis in plants, 97 and that HNI9 could be required in order to induce a set of genes involved in cellular 98 detoxification. 
158
HNI9 is required to achieve full levels of H3K4me3 at the locus of detoxification genes.
159
HNI9 is part of a large protein complex, including elongation and chromatin remodeling factors, ). Statistical significance was computed using a two-tailed Student's t-test.
372
Significance cutoff: *p < 0.05, **p < 0.01, ***p < 0.001. 
